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Abstract: Use of advanced methods in nematode taxonomy and biodiversity is growing rapidly.
Because the morphological and morphometric characterstics of nematodes are not enough for
accurate nematode identification, the modern techniques were estsblished to terminate the
taxonomic challenging. According to the progress achieved, some new approaches such as
molecular studies have enhanced the nematode diagnosis. Numbers of molecular techniques like
RAPD, RFLP, AFLP, ISSR and SCAR have been established to give confirmation to traditional
detection, especially for identification of undescribed species. In this review, every one of each
new technique is discussed.
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