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Abstract

Introduction: Grapevine fanleaf virus (GFLV) is a major grapevine infecting virus in
the world. Materials and Methods: Grapes showing GFLV signs were sampled from the
suburbs of the city of Khorramabad in Lorestan Province of Iran in spring 2020 and RT-
PCR test was performed to amplify their GFLV-CP gene and the product was sequenced.
Results: Specific primers were able to amplify a 1515 bp fragment of the CP gene. Based
on the nucleotide sequence of this fragment, GFLV was first identified in this region. The
nucleotide sequence similarity of this isolate was detected at 89.14-95.64% with other
isolates in the NCBI library. Also, the phylogenetic tree of these isolates, based on the
genomic CP region, grouped GFLYV isolates into two groups | and Il. The Lorestan GFLV
isolate was placed in a subgroup in Group | together with GFLV isolates from the
northwestern part of Iran and the Takestan isolate, and isolates from other countries were
grouped in a separate subgroup of this group. Also in the phylogenetic tree, the Northeast
isolates and the Fars and Kohgiloyeh & Boyer-Ahmad province isolates were classified
in Group Il. Conclusion: The results of this research indicate that the virus is endemic
and that its likely origin was in Iran and then spread to other parts of the world. The
impact of geographic segregation on the evolution of GFLV can also be deduced.
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Figure 1. Symptoms of collected samples from the vineyards of Khorramabad. A) Vein

clearing, B) Zigzagged stems, shortening of internodes and bushy growth and leaf
stunting, C) Chlorotic spots, D) Yellowing, leaf malformation, and opening of the petiole

sinus.
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Figure 2. Electrophoretic patterns of RT-PCR product in 1% agarose gel. Lane 1, 100bp
DNA ladder. Lane 2-7, GFLV infected samples. Lane 8, Negative control.
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Table 1. Accession number and characteristics of 16 GFLV isolates from NCBI Gen bank
used in the phylogenetic analyses of Lorestan Province of Iran isolate.

s o lods Salaezr dome (e alox
Accession Number Location Host Isolate
KX418446.1 Sisakht. Iran Raspberry Rubus?2
KX418445.1 Sisakht. Iran Raspberry Rubusl
KX418444.1 Sisakht. Iran Vitis vinifera K1
KX418443.1 Shiraz, Iran Vitis vinifera K3
JQO71377.1 Takestan, Iran Vitis vinifera Takestan
FJ513378.1 NW. Iran Vitis vinifera MG-28
KJ913789.1 NE. Iran Vitis vinifera G4
JQ071376.1 Bonab. Iran Vitis vinifera Bonab
AY371024.1 France Vitis vinifera B9a
MW380917.1 France Vitis vinifera IC-MaA2354
HG939482.1 Russia Vitis vinifera Ursl1
JX559643.1 Canada Vitis vinifera 3138-07
EU038294.1 Brazil Vitis vinifera RS
GU062186.1 Czech Republic  Vitis vinifera KML51
KC900163.1 South Africa Vitis vinifera SACH44
AY464090.1 Italy Xiphinema index -
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Figure 3. Phylogenetic tree drawn based on the nucleotide sequence of coat protein gene
of GFLV Lorestan isolate and some isolates in NCBI Gen bank. The tree was constructed
by MEGA7 using Neighbor-Joining method with 1000 replicates of the bootstrap test.
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(Sokhandan and Melcher 2012)
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