(YYOV-AYY+ i s YOA-PYA e GLLE) ol lidis lons (il
VAR Gl gl oF al> qegd Jlo
Plant Pathology Science (elSSN:2588-6290, pISSN:2251-9270)
Vol. 9(2), 2020

Research Article
The expression level of genes encoding LysM-RLKSs
of potato after stimulation with chitin
ZAHRA MOHAMMADI, FARHAD NAZARIAN-FIROUZABADI®,
ZIBA NAZARI

Department of Agronomy and Plant Breeding, Faculty of Agriculture,
Lorestan University, Khorramabad, Iran

Received: 08.12.2020 Accepted: 12.22.2020

Mohammadi Z, Nazarian-Firouzabadi F, Nazari Z (2020). The expression level of genes
encoding LysM-RLKs of potato after stimulation with chitin. Plant Pathology
Science 9(2):37-50. DOI: 10.2982/PPS.9.2.37.

Abstract

Introduction: Lysine motif receptor-like kinases (LysM-RLKSs) play an important role

in the defense reaction of plants to diseases and environmental stresses. This study was
conducted to investigate the effect of chitin as a stimulus for the expression of genes
that encode LysM-RLKs. Materials and Methods: The expression levels of three
genes PGSC0003DMP400010799, PGSC0003DMP400010800 and
PGSC0003DMP400061331, which encoded LysM-RLKs due to chitin treatment (150
pg / ml) in young seven-week potato leaves of Jely cultivar, were examined in treated
and control leaves. Results: Analysis of the gene expression data showed that the
expression of all three genes increased significantly due to the use of chitin compared to
the control. Conclusion: Increasing the expression of genes encoding LysM-RLKs
using chitin can be effective to induce systemic resistance to plant diseases and
environmental stresses.
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400015592 400010800

PGSC0003DMT PGSCO0003DMP
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Figure 1. Expression analysis of PGSC0003DMP400061331 (P-1803),
PGSC0003DMP400010799 (P-5591) and PGSC0003DMP400010800(P-5592) genes in
leaves of potato seedling following chitin treatment (150 pg/ml). Measurements were
made in three biological replicates for each gene. **Significant at a=0.01.
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Figure 2. Schematic representation of a LysM-RLK: A) Multiple sequence alignment
of LysM three LysM-RLKs, B) TP: Signal Peptide; LysM: Lysin Motif;
Serine/Threonine Kinas: Catalytic domain. Multiple Sequence Alignment of LysMs
from PGSC0003DMP400010799, PGSC0003DMP400010800 and
PGSC0003DMP400061331 genes was done using the Clustal W algorithm.
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Figure 3. General multiple sequence alignment of three LysM-RLKs. Rectangles show
the CxC consensus sequence present in LysM motifs. Multiple Sequence Alignment
was performed by using the Clustal W algorithm.
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